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ABSTRACT
Cherry tomato (Solanum lycopersicum L. Var. Cerasiforme Mill.) has the potential for improvement through heterosis
breeding which can further be utilized for development of desirable recombinants. An 8 × 8, diallel mating design was
used to determine gene action for ten characters in cherry tomato. Preponderance of non-additive gene action was evident
for control of all characters in this study. Amongst the eight  parental lines, L 00427 , L 00398 , L 01696  and L 04780
were the best combiner for plant height , number of fruits per cluster, number fruits per plant, fruit yield per plant and
other quality parameters (lycopene content, ascorbic acid, total soluble solids and reducing sugar) and thus could be used in
cherry tomato hybridization programs. Crosses showing high specific combining ability (SCA) for plant height  L 04780 x
L 03686 , for number of fruits per cluster, number of fruits per plant and total soluble solids (L 00427 x Arka Vikas) and
the hybrids L 00427 x L 03686 , L 01696 x L 03686 for ascorbic acid and lycopene content respectively..
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INTRODUCTION
Tomato (Solanum lycopersicum) is one of the important
Solanaceous vegetable crops of Peru-Ecuador origin
(Rick, 1969) and used as fresh vegetable as well as raw
material for processed products such as juice, ketchup,
sauce, canned fruits, puree, paste, etc. Apart from
contributing nutritive elements, colour and flavour to the
diet, tomatoes are also a valuable source of antioxidants,
or chemo-protective compounds, and may thus be termed
as "functional food" (Ranieri et al., 2004). Tomato is one
of the most popular and widely grown vegetables in the
world ranking second important to potato in many
countries. Tomato is considered as a favorite crop for
research in physiology, breeding and Cytogenetics because
of its wider adaptability and stability and is grown
throughout the world either in outdoors or indoors.
Genetic analysis provides a guide line for the assessment
of relative breeding potential of the parents or identify best
combiners and gene action the pace of work on
development of tomato hybrid on commercial basis have
been limited due to lack of superior combiners in India.
Diallel analysis without reciprocal (Griffing, 1956) is one
of the best techniques that provide information about
general and specific combining ability of the parents and
at the same time, it is helpful in estimating various types
of gene effects. Keeping in view the importance of the
above studies, the present research program has been
undertaken to determine the nature of gene action for these
traits with a view to identify good general combiners, as
well as to frame the breeding strategies for the genetic
improvement of such characters.

MATERIALS & METHODS
The experiment was conducted at Department of Crop
Improvement and Biotechnology, Kittur Rani Channamma
College of Horticulture, Arabhavi. Gokak Taluk, Belgaum
District, Karnataka (India) during Rabi season of 2011-
2012 with 8 cherry tomato lines collected from AVRDC,
Taiwan. The experiment was conducted in RCB design
with two replications. Seeds were sown on 23 November,
2012 in portray and transplanted in the field on 28
December, 2012. Land was prepared properly and
fertilized with cow-dung, urea DAP, M0P at the rate of 10
ton, 250, 440 and 250 kg/ha, respectively. Entire amount
of cow-dung DAP and MOP were applied during land
preparation while urea was top dressed twice at 30 and 45
days after transplanting. Unit plot size was 7.2Sq m × 5.6
Sq m with space at 60 cm × 45 cm between row to row
and plant to plant, respectively. Irrigation, weeding and
other intercultural operations were done as and when
necessary. Eight plants were selected randomly from each
plot for collecting data on growth and yield attributes for
statistical analysis. The analysis of variance for each of the
characters was performed using MSTAT software. The
combining ability analysis and gene action was done using
Griffign’s (1956) and Hayman’s (1954) approach.

RESULTS & DISCUSSION
Analysis of variance for general (gca) and specific
combining ability (sca) showed highly significant
differences for all the traits under study (Table 1),
suggesting importance of both additive and non-additive
components of gene action. The estimates of effects due to
gca of parents and sca of crosses have been presented in
Tables 2 & 3, respectively.
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The lines L 00427,L 02846 and L 00398 were found to be
good general combiners for plant height and can be used
for breeding tall cultivars. The cross combination, L 04780
x L 03686 exhibited the highest positive sca estimates,.
The variance ratio of gca and sca (Vg/Vs) was less than
unity, indicating the preponderance of non-additive gene
effects for plant height. These results are in agreement
with the findings of Barar et al. and Sharma and Sharma.
Early flowering is a desirable trait as it results in early
supply of the produce without much competition and
escape from pest and diseases and consequently making
the crop more profitable to the farmers. General
combining ability of the parents revealed that the line L
04780 found to be good general combiners for days to50
per cent flowering. However, the cross combination L
04780 x Arka Vikas exhibited highest negative sca
estimates followed by L 04780 x L 00196 Similar results
has also been reported by Cheema et al. and Sharma and
Sharma. For the trait, number of fruits per cluster, the lines
L 00398, L 00196 and L 04780 were showed with good
general combining ability. The crosses, L 00427 x Arka
Vikas, L 00398 x L 00196 and L 04780 x L 00398 were
the best three specific combiners for number of fruits per
clusters. General combining ability estimates of the lines L
00398 and L 00196 were positive and significant which in
turn appeared to be good general combiners. Hybrids, L
00427 x Arka Vikas  and  L 00398 x L 00196 exhibited
high sca effects for number of fruits per plant. For average
fruit weight the line L 02846 performed good general
combiner. The hybrid L 04780 x L 00196 and L 00398 x L
01696 exhibited high sca effects. These fruits therefore
can be used for developing cultivars with bigger fruits.
The parent L  01696 showed good general combiner for
total soluble solids and reducing sugars . the hybrid L
00427 x Arka Vikas and  L 00427 x L 00196 performed
high  positive significant sca effects for TSS and reducing
sugar respectively. For the ascorbic content the line L
04780 exhibited as good general combiner and the hybrids
L 00427 x  L 03686and L 04780 x L 02846  with  high
positive significant sca effects and for lycopene content L
00398 is the good general combiner and among the
hybrids L 01696 x L 03686 and L 04780 x L 02846
exhibited positive significant sca effects. Preponderance of
non-additive gene action was observed for all the traits.
Hence, heterosis breeding would be the best option for
improvement of these traits and same results were reported
by Ahmad et al., 2009 , Garg et al., 2007 and
Mahendrakar et al., 2005
The results presented in Table 4 indicated that the additive
(D) genetic variance was significant for number of fruits
per cluster, number of fruits per plant, average fruit
weight, total soluble solids, ascorbic acid, lycopene
content, reducing sugar and remaining characters in non-
significant representing predominance of non-additive
gene action. The similar results were given by Thakur and
Kohli,(2005).The sum of dominance effect over all loci
(h2) was significant for days to fifty per cent flowering,
average fruit weight, and for rest of the characters it was
non-significant. The similar results were studied by
Thakur and Kohli,(2005). Dominant components (H1 and
H2) were showed significantly difference for plant height
at 60 DAT, days to fifty per cent flowering, number of
fruits per cluster, number of fruits per plant, average fruit

weight, fruit yield per plant, total soluble solids, ascorbic
acid, lycopene content and reducing sugar. Magnitude of
dominance effect is more compare to the additive
component, hence solution may be practiced in the
segregating population and also intermating of the selected
plants in segregating population or recurrent selections and
pedigree selection may be practiced to improve the yield
and quality.
The degree of dominance (H1/D) 1/2 was more than one for
all the characters which indicates all these characters were
had over dominance. The similar results were reported by
Thakur and Kohli, (2005). If the ratio of degree of
dominance component is zero, it indicates no dominance ,
ratio is greater than zero and less than one indicates there
is a partial dominance, if this ratio is more than one means
there is a over dominance.
The proportion of genes with positive and negative effects
in the parent (H2/4H1) was equal to 0.25 for plant height
60 DAT, fruit yield per plant and ascorbic acid. It
indicates that positive and negative alleles were
symmetrically distributed. If this ratio is showing less than
0.25 indicates unequal distribution of genes with positive
and negative effect. The similar results were recorded by
Thakur and Kohli, (2005).The negative effects of alleles in
parents were compensated by positive alleles in the hybrid
resulting over dominance. Hence, selection of parent with
high positive alleles, dominant genes manifests dominance
in hybrid. The proportion of dominance and recessive
genes in parents is equal to unity plant height at 60 DAT
and ascorbic acid, It indicates equal proportion of
dominance and recessive genes are distributed in parents.
If the ratio is less than one indicates excess of recessive
genes and more then indicates excess of dominant genes in
the parents. Number of alleles or allelic groups and narrow
sense heritability was showing non-significant for all the
characters. The high narrow sense heritability was
recorded for days to fifty per cent flowering (0.599) and
lowest in fruit yield per plant (0.159). It is evidenced that
both additive and non additive gene effects are involved in
the genetic control of the traits. So both gene effects
should be considered when developing superior lines.
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